Recent advances in the cost, throughput, and speed of Next-Generation Sequencing (NGS) technology have resulted in huge growth in both the volume and velocity of genomic data available for processing.
Large NGS projects are now starting with the goal of population-based genomics, that is, the analysis of genomes of tens or even hundreds of thousands of individuals. Population-based genomics needs petabyte-scale data analytics platforms. BiobankCloud is an open-source framework, based on Hadoop 1 , that supports the scalable and secure storage and analysis of NGS data, alongside traditional Biobank metadata. The platform scales to manage petabytes
